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CCGGTAAGTAAACAGTCAGAAAATTAGCATGAAAGCAGTTTAGCATTGGGAGGAAGCACA 

GATCTCTAGAGCTG7CCTGTCGCTGCCCAGGATTGACCTG7GTGTAAGTCCCAATAAACT 
CACCTACTCACCAAAAA 
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Name: I MX 10 

GAATTTAATACGACTCACTATAGGGAATTTGGCCCTCGAGGCCAAGAATTCGGCACGAG- 
CAACAACAACAACAJi^WW^CTGAACATCTCCATATTACTGACACCCAATTCAAGAAA 
CAAAA7A77ACAGCCCC77CCAGGA7A77CC7GGGG7C7C77CCA7C7C7AC7AACCCC~ 
GAC7ACAAACAGCC7CCACC7A777CACC7GACA77G7AC77TA7GAAAGCAGCAG7^- 

CAGATGGGGCTATTTTGCCCCC7GGGGACATTAGGGAGTATCTGGAGACAC T GAGGGT7G 
TGTCTACTTGGGGGGAGTTGTGTTACTGCATCCAGTGAGTCCAGGGATCCAGGGA7G-'"-G 
CTCAACATCCTGAAATGCACAGGGAACCCCCACACATAGAACAGAGAAATT3CTGAGCCA 
AAA7G7CAGCAG7G7CACAGC7GACACCC7GA7A7ACACAC7A7CACACAG7A7C~GC7- 
TT7CGGGC7CAGGA7C77777CA77C7AA7CA7C7CA7AGGAAACAGAAA7G7CAT77AG 
AGG7AGG7ACAG7CCACAACAAAGAAGAACC7GAG7777777777' T '7~77~AA7CAGCC- 
GG7GCC777AGAGC7AGGA777AG777C7A77C777C7G7C7CA7777CAAG7GA77— - 
TTCTTCAAA7GGCATC7AC7GGGCTCAAGAACTGGAGATCCCCACAAAG'--G^GA— ^sA 

A7GGGAA7777G7ACACACCCACACAGG7A7ACAC77CCA777ACA7GCAGACA-CCAC*A 

CACAGA7ACACACA7CCGGAGACCAAGACAGAACGCAAAC7GCCCCA7AAAAGCACGG7^ 

CCCCAAACAGGAGAAACGCACCA77CAC7CCAGGGAGG7A7C7A777G" P 77AA77CAGC'- 

TCTGA7AGTCAGGCTG7TGCCAAGCCCAGCTCTGAAACTCT7CCCCTCTAGGAAAGAAAG 
A7 GG A7 77777C777AC7 C AAG AA7 A7 AG A7 C7 AAAAAAAAAAAAAAAAAAAG7 T G G ^ 3 G 
CCGCAAGC77A77CCC777AG7GA 
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Name: IMX 21 

GGTACCGGGCCCCCCCTCGAGG7C3ACGG7ATCGATAAGC77GATA7CGAAT7CGCGG* — 

GCTGAGAAATTAACTCCCCGGGGCCGCCGGGTTGACTGCGCTGCCTGGGGCGGAGGTCTT 

CTCCGGCCAGGGAGC3CTGTC-GGAAGGGGCTCGAGCGGCCAGGGCCAGGCGAGG:CGGG" 

GGGCGGGGGGT7AGGGGACCGCGGGGC7ACTCT7GGGAC-CGCCCC7G7CCGGCTGGC7GC 

GCGCCGGTTTTA-A.TAGCATCTTTGGGACTTGTCTTCGCGGCGCCAGTCGCCGAC — 

CGCTGCCTGGGCTCCTGCAGCCTCTCCCTAAGTCTTCTCCAAACGACCACCTCACGG.^~~ 

CCT7A7GGA7CGCAGC7CCAAGAGGAGGCAGG7GAAGCC777GGCAGC77C7C7GCTGGA 

AGC7C77GA77A7GA7AG77CAGA7GACAG7GA7777AAAG77GGAGA7GCC7CAGGAC7 

CGC7GA77C77GAGAAGAG7CAAAAC7GGAGC7C7CAAAAAA7GGACCA7AT7CTGA777 

GCTG7G777G7C7GGGAGA7AA7AG7GAGGACGC7GA7GAAA7AA7TCAG7G7GACAA77 

GTGGGA77ACAG7CCA7GAAGG77G77A7GGAG77GA7GGAGAGAG7GACTC7AT7A7GA 

G77CAGC77C73AAAAC7CCAC7GAACC77GG7777G7GA7GCC7G7AAA737GG7G777 

S T 2SJ ACC ' rGT G AA - ~ S T 3T C C TAAT CAGG AT G G AAT T T T C AAG5G AG AC AO AT GCT CG A=.. 

GATGGG77CA7A77G777G7GCCC7G7A7GT7CC7GGAG7AGCC777GGAGA7A77GACA 

AAT7AGGACCAG7AACAC7AACGGAAATGAACTA7TCCAAA7A7GG7GCCAAGGAG7G7A 

GCT777GTGAAGACCCTC3C7TTGCTAGAACTGGGGTTTGCA7TAGC7G7GATGCAGGGA 

7GTGCAGAGCC7A777CCATG7GACCTGTGCTCAAAAGGAAGGTC7GCTTTCAGAGGCAG 

CGGCGGAAGAGGA7A7AGCAGATCCATTCTTTGC7TATTG7AAGCAACA7GCAGA7AGG7 

TAGACAGAAAG7GGA^GAGAAAAAACTACTTGGC7CTACAG7CC7ATTGTAAAATC-TC77 

T GC AAG AGAGAG AG AAGC AACT A7 C ACC AGAAGCAC AGGC AAGGA7 C AAT G C CCGGCT T C 

AGCAG7A7CGTGCCAAAGCAGAACTAGCTCGATCTACCAGACCCCAGGCC7GGG77CCAA. 

GGGAAAAA77GCCCAGACCAC7CACCAGCAG7GC7TCAGC7A7TCG7AAAC77A7GCGGA 

AAGCAGAAC7CA7GGGGA7CAG7ACAGA7A7CTT7CCAG7GGACAA77CAGATACTAG77 

C7AG7G7GGATGGAAGGAGAAAACA7AAGCAACCAGCTCTCACTGCAGATTTTG7GAA77 

A77A7777GAGAGAAA7A7GCGCA7GATTCAAA77CAGGAAAA7A7GGCTGAACAAAAGA 

A7ATAAAAGA7A-AA77AGAGAATGAACAAGAAAAGC7TCA7G7AGAA7ATAATAAGC7A7 

G7GAA7C .77AGA_ i .GAAC7ACAAAACC7GAA7GGAAAAC77CGAAG7GAAGGACA-.GGAA 

7A7GGGC777AC7AGGCAGAA7CACAGGGCAGAAG77GAn7A7ACCGGCAATT77GCGA3 

CACCCAAGGAGAGAAAACCAAG7AAAAAAGAAGGAGGCACACAAAAGACATCTAC7C77C 

C7GCAG7AC777A7AG7TG7GGGA777GTAAGAAGAACCA7GATCAGCATCTTC77T7A7 

7GTG7GA7ACCTG7AAAC7ACA77ACCA7CT7GGA7GTC7GGATCC7CCTCTTACAAGGA 

TGCCAAGAAAGACCAAAAACAG77A77GGCAG7GC7CGGAA7GTGACCAGGCAGGGAGCA 

GTGACA7GGAAGCAGA7A7GGCCATGGAAACCCTACCAGA7GGAACCAAACGATCAAGGA 

GGCAGA7TA.AGGAACCAG7GAAA777G77CCACAGGATG7GCCACCAGAACCCAAGAAGA 

T7CCGA7AA.GAAACAC3AGAACCAGAGGACGAAAACGAAGC77CG77CCTGAGGAAGAAA 

AACATGAGGAAAGAG77CCTAGAGAGAGAAGACAAAGACAG7C7G7G77GCAAAAGAAGC 

CCAAGGC7GAAGA777AAGAAC7GAATG7GCAAC77GCAAG3GAAC7GGAGACAA7GAAA 

A7CT7G7CAGG7G73A7GAA7GCAGACTC7GCTACCAT777GGC7G77TGGA7CC7CC77 

7GAAAAAG7C7CG7PAACAGACAGGC7ACGGA7GGA7A7j7CAGGAA7GTGATTC77CA7 

CT T CC AAGGAAGA7 GAAAA7 G AAGC7GAAAGAAAAAA7A7 A7 C7CAGG AGC 7 CAAC A7 G 3 

AACAGAAAAA7CCAAAGAAATAAAAGATTTTC7GTAGTG77777GAAAAGTT7GCAGC77 

ATGTAATAGCAGATAAAA7TTCTAATTGTAAAA7GTTAAAT7GAGCGGCCGCGAA7TCC7 

GCAGCCCGGGGGA7CCAC7AG77C7AGAGCGGCCGCCACCGCGG7GGAGC7CCAGC7 
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tI;^E^ T S ACT ^ GGG ^ C -^ GCT GGAGCTCCACCGCGGTGGCGGCCGC-CT^GA 

actagtggatcccccgggctgcaggaattcggcacgaggtgcgcggctgca.JcSgcAgc- 

GCCo^ t G - rtAG . TTCGC i TTCCAT i CAG7GGAAAACGAAAGC7GGGCGGGG"~G — ^CGA" 
C^GGGGGGCAGACCA^GGCGGGCGCGGAGCGGAAC77CGG7CGGAGC^CGG^c :: r~c- 

CAGTCCCGACG7GGAACTCAGCAGCGGAGGC7GGACGCT7GCA7GGCGC7-GAGAG^ ; 
CA7CG7GCC7GGC7CACATAAGCGC7TCC7GGAAG7GAAG7CG7GC7G7CC^GAACGr- :: 

GCCAGGCAGC7GCGGCC7GGGGG7777GGAG7GATCACGAA73AGCAAGGCG-*— GGG-- 
CCTGAGGCAAA7C7G7CAG7CCA7CC7GGCTGAGTCC7CGCAG7CCCCGGCAGA""C^TGA 
AGAA_AAGAAGGAAGAAGACAGCAACA7GAAGAGAGAGCAGCGCAGAGAGCG7CC~AGGGC 
C7GGGAC7ACCCTGA7GGCC7GG77GG777ACACAACA77GGACAGACC7GG7GCC77AA 
CTCs. . . GA77GAGG7G77CG7AA7G.AA7GTGGAC77CACCAGGA7A77GAAGAGGATCA- 
GG7GCCCAGGGGAGC7GACGAGCAGAGGAGAAGCG7CCC777CCAGA7GC-TC^G- : rr- : 

GGAGAAGA7GCAGGACAGCCGGCAGAAAGCAGTGCGGCCCCTGGAGC7GGCC7AC7GCC- 
CSCAGAAGTGCAACGTGCCCTTGTTTGTCCAACATGATGCTGCCCAACTGTACC-CAAAr- 

CTGGAACCTGATTAAGGACCAGATCACTGATGTGCACTTGG7GGAGAGACTGCAGGTC? 
G7A7A7GATCCGGG7GAAGGAC7CC77GA7T7GCG77GAC7G7GCCA7GGAGAG7AGCA' : 
AAACAGCAGCATGCTCACCC7CCCAC7T7CTCTTT7TGATG7GGACTCAAAGC r CC^GAA 
GACAC7GGAGGACGCCCTGCAC7GCT7C7TCCAGCCCAGGGAG7TATCAAGCAAA AGGAA 

C3TGCTTCTGTGAGAACTGTGGGAAGAAGACCCGTGGGAAACAGGTCTTGAAG<r-GACCC" 
777GCCCCAGACCC7GACAA7CCACC7CATGCGA77C7CCA7CAGGAA77CACAGACGA- 
AAAGA7C7GCCACTCCCTGTAC7TCCCCCAGAGCT7GGAT77CAGCCAGA-C 

GAAGCGAGAG7CT7G7GATGC7GAGGAGCAG7CTGGAGGGCAG7A7GAGC7~7^7GC" r G'" 

GA77GCGCACG7GGGAA7GGCAGAC7CCGG7CA77AC7G7G7C7ACA7CCGGAA.-G'" : G- 

GGA7GGAAAA7GG77C7GC77CAA7GAC7CCAATA777GC77GG7G7CC7GGGAAGACA : 

CCAGTGTACCTACGGAAATGCTAAGTACCACTGGCAGGAAACTGCATATC-TC'GGT'^i 

CA7GAAGA7GGAGTGCT AATGGAAA7GCCCAAAACCTTCAGAGA77GACACGC~G' , 'C 
.7CCAT77CCGTTCC7GGA7C7ACGGAG7C77C7AAGAGA7777GCAA7GAGG--ia"-.' : i 

77G777TCAAACTA7ATAAC7GAGCC77A777A7AA77AGGGA7A77A7CA.AAA-A-G-'- 

ACCA7GAGGCCCCTCAGG7CC7GA7CAG7CAGAA7GGA7GC777CACCA3CAGAG ; ~ ; GGC 

CA ISI5S CTGCTCGGTCCTGGGTGC7CGCTGCT 2TGGAAGACA77AGCCC777AG77A73 

.-.oCC . G7GGGAAC77GA.GGGG77CCCAG7GGGGAGAGCAG7GGCAG7GGGA3GCA~C" 

GGGCC.AAAGG7C7\G7GGCAC-GGGG7A7TTCAG7A77ATACAACTGCTG7GACCAGAC^~^ 

7ATAC7GGC7GAA7A7CAG7GC7G777G7 AA7T777GAC777GAGAACCA AC- — ii^- - 
CATA73AAAAAAAAAAAAAAAAAAA 
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GCGGCCGC7C7AGAAC7AG7GGA7CCCCCGGGC7GCAGGAA77CGCGGCCGC7AAA7GAA 

CTCCCATAAGAGTCTAGACACCATAGAACTCATACCAGGAATCACAAAGTCTCTAAATTT 

CCAAAGTTAACTGGAAATATTACAAACTGCAGAATAATTCCAGGCCAAAATATGTTAAA^ 

TCATAACATGATGTATATCAAAGGAAAAAAGGACATGTGGAAATGACACATTATC7TCAG 

TGTATAAAATATTCATTTATGTGAAGTTTCTTGGAAAGGCTACACTACTA7TACTGGT7T 

CCGTCTGATGTTTGAGATCTGTTGATT7TATGCT7TTCTTACAGGCC7TTCATTATGATC 

777GGGAAGGAA7CAA7AAAA7GATAGGGCC7AC7TCA77AGG7G7GG77CA77CC7A77 

CA7GC7CCC7GGAAGAACAAGAATGC7GAA7T7TGAAATT7AA7A77G7A7GAA77AGCA 

7CAGGGAGAGG7GGAGAAAAA7ACAAAAC7AAAAG7CA7GC77A77G7G77CAG7G7GCC 

CT7C7CCAGAGGGCCAC7GGC77A7AGGAAAGGA7TGC7GC7C7ACCAG77GACCAGGAG 

ATGGCACGCCAGGACA77AAGACACTGGAG77TTGT77CG77777777777777777GAG 

ATGGAG7C7CGC7C7C77GACAGGCAGGAG7ACAG7GG7GCGA7C7CGGC7CAC7GCAAA 

C7CCGCC7CCCGGGT7CAAG7GA7TCTCC7GCCTCGGCC7CCCGAG7AGC7GGGAC7ACA 

GGCG7G7GCCACCACCCCCAGC7AACTT77G7AT7TTTAG7AGAGACAGGG777CACCA7- 

GT7GGCCAGGA7GGTC7CAA7CTCTTGACC7CA7GA7CCGCCCGCC7CCGCC77CCAAAG 

TGC7GGGAT7ACAGGCG7GAGCCAGTGTGCCCGGCCGACAC7GGGC77777A7GAGAG73 

ACAGA7TAC7AGGACC7CATTA7GTGGTAGAAGTAA7G7AGGGGAAA7GGCGA77A7C77 

TT777AAAAGCAA7AGC7GTTG7ATATCAATGATAAA7GAAAAA77AG77A77C77G7AA 

ATTGAAGAAAGAA7GG77A7CA7AGAGGGTAGTTCAAG7AAAAGAACCAGGGC7GGG7G7 

GGTGGC7CACG77C7G7AATCCC7GTACTT7GGGAGGCCAAGGCAGA7GGA7C7C77GAG 

GCCAGGAGT7CGAGACCAGCC7GACCAACATGGCAAAACCG7G7C7C7ACAAAAAA7ACA 

AAAA77AGCCGGACA7CG7GG7AGATGCC7G7AG7CTCAGATA77CAGGAGACCGAGGGG 

AAAA7CACT7GAACCCGGGGGACGGAGG77GCAG7GAGC7GAGA7CGCACCAC7GC7CGC 

CAGCC7GGGCAACAGAG7GAGACTCTGCC7CAAAAAAAAACCAAACCAAACCAAAGAACC 

AGAA7AGCA7G7GCACA7A7ACACAGACG7TTCACAACTGGCA77A7G7777GC7AC7G7 

T77A777ACAA7G7A7CACAAG77TTATGCT7TAATAAAA777AA7CA7AAC77CAAAAA 

AAAAAAAAAAAAAAAGCGGCCGCGAAT7 
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Name: I .MX 39 

GAATTCGGCACGAGGAAAACATTTGCCCCTTGCAGAAGATCACCCTTAGT:CTTCC T CG- 
AAGAG7A7CAGAAGG7C7GGAACC7C777AACCGCACGC7GCC777C7AC777G7~CnGA 
AGAT7GAGCGAG7ACAGAACC7GGCCC7C7GGGAAG7CTACCAG7GG7GCG77GGGGC7C 
GCTCTTGGTGGGCTGG7GACTCTGTCCCTTCACACCACTGGCTGGTTGCCACA7GTGGCC 
CGGG77TCCAGGAAAAGCAGAGCGGCAG77AGGGC7GCCATG7GC7GGGAGC7G~C-7G~C 
TGCTCTCCTTCGTCCGCTCCCCCAGGGCAGTGTGGTAGCACATCCCATTGTAGAGATGAG 
GGCACCGAGGCTTCC7GGAGCA7ACCACC7GG7CCCG7TCA7GAG7GGTGGCAAAGC7AG 
CACTC7CAC7TG7CCAT7C7GCC77CCTGGAGACCAG7GGGA7GGGTCAG7ACAGCCCAC 
CACACCATTAGCCCCAGGAACATAAGGCTGTGGCTAGACAGCAGGGGTCTCAGGTTCATA 
CATGAGGACTGGCTTGTCCTTGAGCACCCACTCACCTGTCTATGTGGGGAGGAATCCTAC 
AATAGGTCACCATGGCAGGCTGGGTCTTGCTGACCTGTCCCCAGATGGGGT7GGGGTAGT 
GTAATGTGTACTCTGTGCACAGTGATGAAGTCTGGGAATGGGAGAGGGGAGAAGGATGGG 
CACCCACTGACCAGCAGCCTGAAAATTCCTACAGCATCCCAGGGCTCAGC7CCA7GCAGG 




ACGA7CCCCCT7CT777CCACACCCTGGC77G7GGCTGGAGCC77ACAGGCC7AG7CAGG 
G7AGCCTGTGACC7GCG7CTC77GGTCCCAGGACAC7TT7GGAA7TT7GGAAAAA7G7G7 
7G7TT7GCA7CAGGCCGGCTG7A77TGG7GGCCGGCACACTCTGCCCCCAGCACACA77C 
TTCTG7GATTCTAGGCAAAAAGGACAGA7GCAGAAGCAGAACGGAGGGAAGGCCG7GGAC 
GAGCGGCAGC7G77CCACGGCACCAGCGCCA7T7TTGTGGACGCCA7C7GCCAGCAGAAC 
777GACTGGCGGGTC7G7GG7G7TCATGGCAC77CC7ACGGCAAGGGGAGCTAC777GC3 
CGAGA7GCTGCA7AT7CCCACCAC7ACAGCAAATCCGACACGCAGACCCACACGA7G77C 
C7GGCCCGGG7GC7GG7GGGGGAG77CG7CAGGGGCAA7GCC7CCT7TGTCCGTCCGCCG 
GCCAAGGAGGGC7GGAGCAACGCCT7C7A.TGATAGC7GCG7GAACAGTG7GTCCGACCCC 
TCCATCTTTG7GATC777GAGAAACACCAGG7C7ACCCAGAG7ATGTCATCCAG7ACACC 
ACCTCCTCCAAGCCC7CGGTCACACCC7CCA7CCTGC7GGCC7TGGGCTCCC7G77CAGC 
AGCCGACAG7GAGCGCACAGGAG7G77CCAGGCC777CACC7GC7CTGCC7TGAAA7GGC 
TATT7GGGCC777CC7777C77777AAACAGAAAC777TAA7GAAC7G77CTC77AACA7 
7GACC7C7CAA7GAAG77ATG77CTTAATC7C77GC7AATAA7GA7T777ACTT77AAG7 
CAC7777GGG77CAC7AG7GGA77AACCAGAAG7GA77G7AG77GAG7CCAG7777GC77 
TT7AA7AATGTGT7GAAG777TAGTT7TTAC7CT7TGTTGAC777GC7GC77A77GG7AC 
CAGGGACAGAG777C7AGA7ACAA7777A7GGA77GG7777AA77777A7GAG777G7C7 
CTGCAGTGAT7CGGT7TC7CAGAG7CTCATGGCATCATAG77777CCAGAA7GACACAG7 
AGCCACCGG7GGA7GACAGCCCACGGGCGGCACAG7CAC77C7GCC7G77GC7C7GACAC 
CAACCCAGGCAGC7C7GC7G7GGC77C7CC7GGGC7C7GGCA77AG77GG7C7G7G7C.-.; 
AT7G7CAGAACAGG7GGC7GC7G7G7GG7GCCA7CGAG7CCC7GC7GG77CCCC77G7CC 
7GGGAGGGTCACCCA77GCCCAAGGAAG7GCA7CCACCTGGCAGG7GACC7GGAGGAG7A 
GC77CCCCGAGGACCCCCAGGC77GGCC7G7GA77GCGCAAACCCACA777CC7AAGCAC 
ACTGGACACCC77CGAG7G7GGG7TT7AACA7CCCTG7GAGA77GAA7AC77G7GCCACA 
CA7G7CACAAAAGAG7A7GGAAA7AAAAGAAAA777ATCCGAAAAAAAAAAAA? 
GAGCGGCCGC 
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Name: I MX 40 

CCGGTCTATGGCATTAACCCTCACTTAACTTTTCAGCCTGCCAGCCTGCCCTATGGATT' 
CGGACTTGCCAGCCACACAATTCCTTAAAATAAATCTCTCCGTCTCATAAAAA 
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Name: I MX 42 

CCGGGAGCTGTGAAGGGAACGTGAGGGGGCGGCGTAGTGGAGACCCACGGCAGGCCTGAA 
GAAGAGCGGCGGCCGAGCCCGCCTTCCCTGCACCATGCTCATAGAGGATGTGGATGCCCT 
CAAGTCCTGGCTGGCCAAGTTACTGGAGCCGATATGTGATGCTGATCCTTCAGCCTTAGC 
CAACTATGTTGTAGCACTGGTCAAGAAGGACAAACCTGAGAAAGAATTAAAAGCCTTTTG 
TGCTGATCAACTTGATGTCTTTTTACAAAAAGAAACTTCAGGTTTTGTGGACAAACTATT 
TGAAAGT CT CT AT ACT AAG AACT AC CTTC C ACTTTT GG AAC C AGT AAAGC CTGAGC C AAA 
ACCACTAGCCCAAGAAAAA 
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Name: I MX 44 

ATGGATAGTCGCCACACCTTTGCCCCTGCTGCGATGACCCTGTCGCCACTTCTGCTGTTC 

CTGCCACCGCTGCTGCTGCTGCTGGACGTCCCCACGGCGGCGGTGCAGGCGTCCCCTCTG 

CAAGCGTTAGACTTCTTTGGGAATGGGCCACCAGTTAACTACAAGACAGGCAATCTATAC 

CTGCGGGGGCCCCTGAAGAAGTCCAATGCACCGCTTGTCAATGTGACCCTCTACTATGAA 

GCACTGTGCGGTGGCTGCCGAGCCTTCCTGATCCGGGAGCTCTTCCCAACATGGCTGTTG 

GTCATGGAGATCCTCAATGTCACGCTGGTGCCCTACGGAAACGCACAGGAACAAAATG7C 

AGTGGCAGGTGGGAGTTCAAGTGCCAGCATGGAGAAGAGGAGTGCAAATTCAACAAGGTC- 

GAGGCCTGCGTGTTGGATGAACTTGACATGGAGCTAGCCTTCCTGACCATTGTCTGCATG 

GAAGAGTTTGAGGACATGGAGAGAAG7CTGCCACTATGCCTGCAGCTCTACGCCCCAGGG 

CTGTCGCCAGACAC7ATCATGGAG7GTGCAATGGGGGACCCCGGCATGCAGCTCATGCAC 

GCCAACGCCCAGCGGACAGA7GC7C7CCAGCCACCACACGAG7A7G7GCCC7GGG7CACC 

G7CAA7GGGAAACCC77GGAAGA7CAGACCCAGC7CCT7ACCC77G7CTGCCAG77G7AC 

CAGGGCAAGAAGCCGGA7G7C7GCCC77CCTCAACCAGC7CCC7CAGGAG7G777GC77C 

AAGTGA7GGCCGG7GAGCTGCGGAGAGC7CATGGAAGGCGAG7GGGAACCCGGC7GCCTG 

CC77777TTTC7GA7CCAGACCC7CGGCACC7GCTACT7ACCAAC7GGAAAAT77TA7GC 

ATCCCA7GAAGCCCAGA7ACACAAAA77CCACCCCA7GA7CAAGAA7CCTGC7CCAC7AA 

GAA7GG7GCTAAAG7AAAAC7AG777AA7AAGCAAAAAAAAAAAAAAAAAAAT7CC7GCG 
GCCGC 
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CCGGGATATCGCCACTGCACTCCAGCCTGGGTGACGGAGCGAGACTCCGTCTCAGAAAAA 
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MHWEEAQI SRAVLSLPRI DLCVS PNKLT YS PK 
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MEFNTTHYREFGPRGQEFGTRQQQQQKKTEHLHITDTQFKKQNITAPSRIFLGSLPSLLT 
PDYKQPPPISPDIVLYESSSSQMGLFCPLGTLGSIWRH* 
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MIVQMTVILKLEMPQDSLILEKSQNWSSQKMDHILICCVCLGDNSEDADEI IQCDNCGIT 

VHEGCYGVDGESDSIMSSASENSTEPWFCDACKCGVSPSCELCPNQDGIFKETDAGRWVH 

IVCALYVPGVAFGDIDKLRPVTLTEMNYSKYGAKECSFCEDPRFARTGVCISCDAGMCRA 

YFHVTCAQKEGLLSEAAAEEDIADPFFAYCKQHADRLDRKWKRKNYLALQSYCKMSLQER 

EKQLSPEAQARINARLQQYRAKAELARSTRPQAWVPREKLPRPLTSSASAIRKLMRKAEL 
MG I S T D I FP V DNS DT S SS VDGRRKHKQ PALTAD FVNYY FERNMRM I Q I QENMAEQKN I K D 

KLENEQEKLH VE YNKLCES LEELQNLNGKLRSEGQGI WALLGR I TGQKLN I PA I LRAPKE 

RKPSKKEGGTQKTSTLPAVLYSCGICKKNHDQHLLLLCDTCKLKYHLGCLDPPLTRMPRK 
TKNSYWQCSECDQAGSSDMEADMAMETLPDGTKRSRRQIKEPVKFVPQDVPPEPKKIPIR 
NTRTRGRKRSFVPEEEKHEERVPRERRQRQSVLQKKPKAEDLRTECATCKGTGDNENLVR 
CDECRLCY HFGCLDP PLKKS PKQTGYGW I CQECDS SS S KE DENEAERKN I SQELNMEQKN 
PKK 
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MSKAFGLLRQICQSILAESSQSPADLEEKKEEDSNMKREQPRERPElAWDyPHGLVGLHNI 
GQTCCLNSLIQVFVMNVDFTRILKRITVPRGADEQRRSVPFQMLLLLEKMQDSRQKAVRP 
LELAYCLQKCNVPLFVQHDAAQLYLKLWNLIKDQITDVHLVERLQALYMIRVKDSLICVD 
CAMESSRNSSMLTLPLSLFDVDSKPLKTLEDALHCFFQPRELSSKSKCFCENCGKKTRGK 
QVLKLTHLPQ7LTIHLMRFSIRNSQTRKICHSLYFPQSLDFSQILPMKRESCDAEEQSGG 
QYELFAVIAHVGMADSGHYCVYIRNAVDGKWFCFNDSNICLVSWEDIQCTYGNPNYHWQE 
TAYLLVYMKMEC* 
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MAAALLPSGQNWHNTGFILESNLTNVMKWRLFIKCPCLWGHEKIHTESIKNVLNMERPL 
SNSDVMKWVF* 
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MCTLCTVMKSGNGRGEKDGHPLTSSLKI PTASQGSAPCRSKVGVGLGEMLPI FQGLLCFW 
SPGNRCCLELWREGFHPAPTIPLLFHTLACGWSLTGLVRVACDLRLLVPGHFWNFGKMCC 
FASGRLYLVAGTLCPQHTFFCDSRQKGQMQKQNGGKAVDERQLFHGTSAIFVDAICQQNF 
DWRVCGVHGTSYGKGSYFARDAAYSHHYSKS DTQTHTMFLARVLVGEFVRGNASFVRPPA 

KEGWSNAFYDSCVNSVSDPSIFVIFEKHQVYPEYVIQYTTSSKPSVTPSILLALGSLFSS 
RQ 
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MPVYGINPHLTFQPASLPYGFRTCQPHNSLK 
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09/831621 

WO 00/28033 . PCT/US99/26788 



18/23 

Name: I MX 42 

MLIEDVDALKSWLAKLLEPICDADPSALANYWALVKKDKPEKELKAFCADQL2VFLQKE 
TSGFVDKLFESLYTKNYLPLLEPVKPEPKPLAQEK* 
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Name: I MX 44 

(MD) SRHTFAPAAMTLSPLLLFLPPLLLLLDVPTAAVQASPLQALDFFGNGPPVNYKTGN 

LYLRGPLKKSNAPLVNVTLYYEALCGGCRAFLIRELFPTWLLVMEILNVTLVPYGNAQEQ 

NVSGRWEFKCQHGEEECKFNKVEACVLDELDMELAFLTIVCMEEFEDMERSLPLCLQLYA 

PGLSPDTIMECAMGDPGMQLMHANAQRTDALQPPHEYVPWVTVNGKPLEDQTQLLTLVCQ 
LYQGKKPDVCPSSTSSLRSVCFK 
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Name: I MX 56 

MPGYRHCTPAWVTERDSVSEK* 
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Match to tzo&i on PAC elona that carrias ApoX* ganat 

>aab| 282215 |HS6802 Homo itpitni DHX acquanca from PXC 6 802 on 

chromofoao 22. 

Contains apolipoprotaln L, ayoain haavy chain, SST«, Cl 

rapaat, STS 

and OSS/ complat* aaquanea {Hobo aapiaas] 
Langth - 139,319 



Hatch of Quaryt 2 

ACGJU^ ^ n^TI W r iA TTATA C A g A C QCAg^^ Cl 

II 

II II I I I I i I I I I MM I III I llllll II III I I || | UNI III I I II II I I 
Sbjctt 21414 

AQQAlVlVriU^lTATTATACAOACGCAT^ 21473 

Quaryt 62 cxaeTGaxi^Fi\^yrtiAirrf^ ^ R Oftr n *« r 104 

IMMMIIMIMIII Mil II 1 1 MM M MM 1 1 111 1 1 1 

Sbjeti 21474 CAaCTQQATCTTqCtCaqrcrCT U CCilGGGGAA OA T XClJi 1 ru G 21516 



Quaryt 103 

q aaGQa ff QCCCTGCAGCQAGATGQAOQqAQ C T t^ 162 

aajLOGM q CCCTGCAOCOACATG Q fclMaA OClG^ 
Sbjctt 23232 

( MkGGAG&ZXTTGCXG CQA CXT f MAGm 23291 

Quaryt 143 TCTGGATGAO 172 

TCTGG TQJU3 
So jets 23292 TCTGO-TGAG 23300 

Quaryt 121 ACATOQ AOO Q A GC T GCl U UtiCrUA flAOTCTCTCTCCT - 
CTOCATCTOaATOAOTOCACTT 179 

A ATOO O T CT TO T A TCT C TC T C CA C 



Sbjctt 25333 
TGAXACCCCAACAOOATGAOTGCACrr 25391 

Quaryt lto ll iuii uwimraKAgnauagHr^^ 221 

TTCCTN T T Q A T A O CAOAGQAAOCTQQAGCQAjOG 
Sbjctt 23392 TTCCTr^TQlUqCAOTOaCQCCaQKCqAACCTCQAgCOAOq 25433 



Quaryt 217 

aaAqGOTGOULCAAAACGTrCCAAO^ 275 

I 

I M 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! i 1 1 1 1 1 i 1 1 1 1 

Sbjctt 25411 

CAAGGCTqCAACAA A ACCTra^ 25670 

Quaryt 277 T CCC TCACTgGGCTGCTGGCACCATGQACC C a G AQAfl 313 

I II I I I I I I I I I I I It M I I I I t I I I i I I I I M II 
Sbjctt 25671 TCGGTQACTGGGCXQCTOQCACCATOQACCCAGQTAQ 25707 
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Qusry: 304 



II 3 " 

^IIIIIIIMII!llll!llllli!l!!l||lillll!ll||i!MII!!illl! 

Sbjct: 29886 

AACT AGAG AGCAGTATCTTTATTGAGG ATGCCATT AAGTATTTCAAGGAAAAAGTGAGCA 2 9945 
Query: 364 

^^^^^''^^^^^^^CTCCTGCTGACTGATAATGAGGCCTGGAACGGATTCGTGGCXGCrG 423 

Jl • 1 1 I N I i 1 1 1 1 ! I i I ! 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 i 1 1 

Sbjct: 29946 

^*^*^^^^^^*^^*CTCCTGCTGACTGATAATGAGGCCTGGAACGGATTCGTGGCTGCTG 3 000 5 
Query: 424 CTGAACTGCCCAGGAATG 441 

M 1 1 ! I ! I ! I I i 1 I | | 

Sbjct t 30006 CTGAACTCCCCAGGTAAG 30023 
Query: 430 

^^^^^^■^^^^^^•CAGATGAGCTCCGTAAAGCTCTGGACAACCTTGCAAGACAAATGA 489 

TG 

A 

Sbjct i 33440 

33499 



Query: 490 



549 



Sbjct: 33500 

TCATGAAAGACAAAAACTGGCACGAT AAAGGCCAGCAGTACAGAAACTGGTTTCTGAAA - 3 3558 
Query: 550 



609 

GAGTTTCCTCGG TGAAAA GT AGCTTGAGGATAACATAAGAA GCT 

Sbjct: 33 559 GAGTTTCCTCGGTTGAAAA-GTGAGCTTGAGGATAACATAAGAAGGCT- 
CCQTGCCCTTG 33616 

Query: 610 GAANATGGG 618 

CA ATGGG 
Sbjct: 3361? CA-G ATGGG 33624 



FIGURE 22, CONTINUED 



